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3 <110> APPLICANT: Dedera, Douglas 

4 Yamazaki, Victoria 

5 Asundi, Vinod 

6 Liu, Chenghua 

7 Tang, Y . Tom 

8 Drmanac, Radoje T. 

10 <120> TITLE OF INVENTION: Methods of Therapy and Diagnosis Using Insulin- like Growth 
Factor Binding 

11 Protein -like Polypeptides and Polynucleotides 
13 <130> FILE REFERENCE: HYS-38CIP 

C--> 15 <140> CURRENT APPLICATION NUMBER: US/10/087,137 

16 <141> CURRENT FILING DATE: 2002-02-27 

18 <150> PRIOR APPLICATION NUMBER: 09/784,748 

19 <151> PRIOR FILING DATE: 2001-02-14 

21 <150> PRIOR APPLICATION NUMBER: 09/649,167 

22 <151> PRIOR FILING DATE: 2000-08-23 

24 <150> PRIOR APPLICATION NUMBER: 09/540,217 

25 <151> PRIOR FILING DATE: 2000-03-31 
27 <160> NUMBER OF SEQ ID NOS : 14 

29 <170> SOFTWARE: Patentln version 3.1 

31 <210> SEQ ID NO: 1 

32 <211> LENGTH': 375 

33 <212> TYPE: DNA 

34 <213> ORGANISM: Homo sapiens 

36 <400> SEQUENCE: 1 

37 cgctgcgcct gcgcgctcgg cacacgcccc gcgcgcaccc cggtcacctg cacaaggcgc 60 
39 gcgacggccc ttgcgagttc gctcctgtgg tcgtcgttcc t.ccccgaagt gttcacaacg 120 
41 tcaccggggc gcaggtgggc ctgtcctgtg aagtgagggc tgtgcctacc ccagtcatca 180 
43 cgtggagaaa ggtcacgaag tcccctgagg gcacccaagc actggaggag ctgcctgggg 240 
45 accatgtcaa tatagctgtc caagtgcgag ggggcccttc tgaccatgag gccacggcct 300 
47 ggattttgat caaccccctg cgaaaggagg atgagggtgt gtaccagtgc catgcagcca 360 
49 acatggtggg agagg 375 

52 <210> SEQ ID NO: 2 

53 <211> LENGTH: 473 

54 <212> TYPE: DNA 

55 <213> ORGANISM: Homo sapiens 

57 <400> SEQUENCE: 2 

58 aatcctctgt cgacgatttc gtggctgagt cccacagcac agtgacggtt ctagatctga 60 
60 gtaaatacag gagctttcac ttcccagctc ccgatgaccg catgtgatgg agaaatgtac 120 
62 atgttctaag tcattttcag tattttacac ccatgttacg agatatttga ggtggcttat 180 
64 aagacctgta gaaaaaagaa gaaaaatacg taaatggagg aaaccaggga aagagcaaaa 240 
66 gaagagtagg gacatactta gatgagcagt agaatccctg gtatattctg cacacatctc 300 
68 cctctgagct tcttagcatg caaagacaag agctgtgaac atgaaggtgt gtccatgaga 360 
70 tgaaaagacc agttgtgttt tggggctgga gggaatattt cctctgtatt cttttagaaa 420 
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7"2~ ga-g-ca'ctcra-gra-ga-ggta-gca— ga-ca-gtgtca— ttgtgaeage-g-teeatgfega-aaa 

75 <210> SEQ ID NO: 3 

76 <211> LENGTH: 375 

77 <212> TYPE: DNA 

78 <213> ORGANISM: Homo sapiens 

80 <400> SEQUENCE: 3 

81 cgctgcgcct gcgcgctcgg cacacgcccc gcgcgcaccc cggtcacctg cacaaggcgc 
83 gcgacggccc ttgcgagttc gctcctgtgg tcgtcgttcc tccccgaagt gttcacaacg 
85 tcaccggggc gcaggtgggc ctgtcctgtg aagtgagggc tgtgcctacc ccagtcatca 
87 cgtggagaaa ggtcacgaag tcccctgagg gcacccaagc actggaggag ctgcctgggg 
89 accatgtcaa tatagctgtc caagtgcgag ggggcccttc tgaccatgag gccacggcct 
91 ggattttgat caaccccctg cgaaaggagg atgagggtgt gtaccagtgc catgcagcca 
93 acatggtggg agagg 

96 <210> SEQ ID NO: 4 

97 <211> LENGTH: 1250 

98 <212> TYPE: DNA 

99 <213> ORGANISM: Homo sapiens 

101 <400> SEQUENCE: 4 

102 gggcgggagc ggtgactgct cggcgggcgc ggagcggagc gcgaagcaga ggcgccgccg 
104 ctgtcccgga gcaagccatg ccgcgcttgt ctctgctctt gccgctgctg cttctgctgc 
106 tgctgccgct gctgccgccg ctgtccccga gccttgggat ccgcgacgtg ggcggtcggc 
108 gccccaagtg tggtccgtgc cggccagagg gctgcccggc gcctgcgccc tgcccggcgc 
110 ccgggatctc ggcgctcgac gagtgcggct gctgcgcccg ctgcctggga gccgagggcg 
112 cgagctgcgg gggccgcgcc ggcgggcgct gtggccccgg cctggtatgc gcgagccagg 
114 ccgctggggc agcgcccgag ggcaccgggc tctgcgtgtg cgcgcagcgc ggcaccgtct 
116 gcggctccga cggtcgctcg taccccagcg tctgcgcgct gcgcctgcgc gctcggcaca 
118 cgccccgcgc gcaccccggt cacctgcaca aggcgcgcga cggcccttgc gagttcgttc 
120 ctatcactcg tttttataac tgctttcctc agccgttaat tcacaggcaa ttctctttgt 
122 ctccagacag gagacagagt gagaccctgt ctaaaaagaa gaagaagaag gaggaggagg 
124 aggaggagga ggaggagggg gaggaggaga aggaagaaga aggatgcaaa agcaatttcc 
126 aacacaccat taactttaaa gaaatctcag agggatttgg gaagattttt tcattccagc 
128 catcaatgat cgatataatt gacgaggcct ctacactgca cgttgcccaa cacgctgtgg 
130 tgctggatgc cagggtggct gagttgctgt ccaatgcagc tcctgtggtc gtcgttcctc 
132 cccgaagtgt tcacaacgtc accggggcgc aggtgggcct gtcctgtgaa gtgagggctg 
134 tgcctacccc agtcatcacg tggagaaagg tcacgaagtc ccctgagggc acccaagcac 
136 tggaggagct gcctggggac catgtcaata tagctgtcca agtgcgaggg ggcccttctg 
138 accatgaggc cacggcctgg attttggtgt cagacctgca tcattgtctg aaggctctcc 
140 ccacctactc ctactccagc accctttctc cttcacaggt gtttctccta atacatctct 
142 tgcacattgg accctatcct ggtgcctgca tcttggaggc cccaccctag 

145 <210> SEQ ID NO: 5 

146 <211> LENGTH: 1009 

147 <212> TYPE: DNA 

148 <213> ORGANISM: Homo sapiens 

150 <220> FEATURE: 

151 <221> NAME/KEY: CDS 

152 <222> LOCATION: (79).. (915) 

153 <223> OTHER INFORMATION: 

156 <400> SEQUENCE: 5 

157 ggggcgggag cggtgactgc tcggcgggcg cggagcggag cgcgaagcag aggcgccgcc 
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316 <211> LENGTH: 837 



317 <212> TYPE: DNA 

318 <213> ORGANISM: Homo sapiens 

320 <400> SEQUENCE: 7 

321 atgccgcgct tgtctctgct cttgccgctg ctgcttctgc tgctgctgcc gctgctgccg 60 
323 ccgctgtccc cgagcctcgg gatccgcgac gtgggcggcc ggcgccccaa gtgtggtccg 120 
325 tgccggccag agggctgccc ggcgcctgcg ccctgcccgg cgcccgggat ctcggcgctc 180 
327 gacgagtgcg gctgctgcgc ccgctgcctg ggagccgagg gcgcgagctg cgggggccgc 240 
329 gccggcgggc gctgtggccc cggcctggta tgcgcgagcc aggccgctgg ggcagcgccc 300 
331 gagggcaccg ggctctgcgt gtgcgcgcag cgcggcaccg tctgcggctc cgacggtcgc 360 
333 tcgtacccca gcgtctgcgc gctgcgcctg cgcgctcggc acacgccccg cgcgcacccc 4 20 
335 ggtcacctgc acaaggcgcg cgacggccct tgcgagttcg ctcctgtggt cgtcgttcct 4 80 
337 ccccgaagtg ttcacaacgt caccggggcg caggtgggcc tgtcctgtga agtgagggct 540 
339 gtgcctaccc cagtcatcac gtggagaaag gtcacgaagt cccctgaggg cacccaagca 600 
341 ctggaggagc tgcctgggga ccatgtcaat atagctgtcc aagtgcgagg gggcccttct 660 
343 gaccatgagg ccacggcctg gattttgatc aaccccctgc gaaaggagga tgagggtgtg 720 
345 taccagtgcc atgcagccaa catggtggga gaggctgagt cccacagcac agtgacggtt 780 
347 ctagatctga gtaaatacag gagcttccac ttcccagctc ccgatgaccg catgtga 837 

350 <210> SEQ ID NO: 8 

351 <211> LENGTH: 16 

352 <212> TYPE: PRT , 

353 <213> ORGANISM: Homo sapiens 
355 <400> SEQUENCE: 8 

357 Asp Glu Cys Gly Cys Cys Ala Arg Cys Leu Gly Ala Glu Gly Ala Ser 

358 15 10 15 

361 <210> SEQ ID NO: 9 

362 <211> LENGTH: 27 

363 <212> TYPE: PRT 

364 <213> ORGANISM: Homo sapiens 
366 <400> SEQUENCE: 9 

368 Met Pro Arg Leu Ser Leu Leu Leu Pro Leu Leu Leu Leu Leu Leu Leu 

369 15 10 15 

372 Pro Leu Leu Pro Pro Leu Ser Pro Ser Leu Gly 

373 20 25 

376 <210> SEQ ID NO: 10 

377 <211> LENGTH: 251 

378 <212> TYPE: PRT 

379 <213> ORGANISM: Homo sapiens 
381 <400> SEQUENCE: 10 

383 lie Arg Asp Val Gly Gly Arg Arg Pro Lys Cys Gly Pro Cys Arg Pro 

384 15 10 15 

387 Glu Gly Cys Pro Ala Pro Ala Pro Cys Pro Ala Pro Gly lie Ser Ala 

388 20 25 30 

391 Leu Asp Glu Cys Gly Cys Cys Ala Arg Cys Leu Gly Ala Glu Gly Ala 

392 35 40 45 

395 Ser Cys Gly Gly Arg Ala Gly Gly Arg Cys Gly Pro Gly Leu Val Cys 

396 50 55 60 

399 Ala Ser Gin Ala Ala Gly Ala Ala Pro Glu Gly Thr Gly Leu Cys Val 

400 65 70 75 80 
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